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Abstract

This study aims to evaluate the impact of non-pharmaceutical interventions (NPIs) on the
prevalence of respiratory pathogens among hospitalised children with acute respiratory infec-
tions (ARIs) in Suzhou. Children with ARIs admitted to the Children’s Hospital of Soochow
University between 1 September 2021 and 31 December 2022 and subjected to 13 respiratory
pathogen multiplex PCR assays were included in the study. We retrospectively collected
demographic details, results of respiratory pathogen panel tests, and discharge diagnostic
information of the participants, and described the age and seasonal distribution of respiratory
pathogens and risk factors for developing pneumonia. A total of 10,396 children <16 years of age,
including 5,905 males and 4,491 females, were part of the study. The positive rates of the
11 respiratory pathogen assays were 23.3% (human rhinovirus (HRV)), 15.9% (human respira-
tory syncytial virus (HRSV)), 10.5% (human metapneumovirus (HMPV)), 10.3% (human
parainfluenza virus (HPIV)), 8.6% (mycoplasma pneumoniae (MP)), 5.8% (Boca), 3.5% (influ-
enza A (InfA)), 2.9% (influenza B (InfB)), 2.7% (human coronavirus (HCOV)), 2.0% (adeno-
virus (ADV)), and 0.5% (Ch), respectively. Bocavirus and HPIV detection peaked during the
period from September to November (autumn), and MP and HMPV peaked in the months of
November and December. The peak of InfA detection was found to be in summer (July and
August), whereas the InfB peak was observed to be in winter (December, January, and February).
HRSV andHRV predominated in the <3 years age group. HRV andHMPVwere common in the
3–6 years group, whereas MP was predominant in the ≥6 years group. MP (odds ratio (OR):
70.068, 95%CI: 32.665–150.298, P < 0.01), HMPV (OR: 6.493, 95%CI: 4.802–8.780, P < 0.01),
Boca (OR: 3.300, 95%CI: 2.186–4.980, P < 0.01), and HRSV (OR: 2.649, 95%CI: 2.089–3.358,
P < 0.01) infections were more likely to develop into pneumonia than the other pathogens.With
the use of NPIs, HRV was the most common pathogen in children with ARIs, andMPwas more
likely to progress to pneumonia than other pathogens.

Background

Acute respiratory infections (ARIs) are one of the leading types of infectious diseases among
children and one of the main reasons for their hospitalisation. Lower respiratory tract illnesses
(LRTIs), particularly severe pneumonia, were the major cause of morbidity and mortality in
children, especially those under 5 years old [1]. They also imposed a heavy social and economic
burden on families. In 2015, pneumonia led to approximately 1million childhood deaths,mainly in
the developing countries [2]. It is evaluated that approximately 21.1 million people suffered from
community-acquired pneumonia (CAP) every year in China, second only to India (43.0 million)
[3]. A series of pathogens, including viral, bacterial, fungal, and atypical pathogens, accounted for
ARIs in children, with viral etiology playing the pivotal role (approximately 80%) [4].

The severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2), shortened to COVID-
19, was first discovered in Wuhan, China, in December 2019 [5], and it was listed as a novel
respiratory pathogen. To eliminate COVID-19, the Chinese government adopted strict non-
pharmaceutical interventions (NPIs), such as banning social gatherings, mandating the wearing
of masks, enforcing hand hygiene, sanitising the environment, and delaying the opening of
academic institutions and switching to online courses instead [6]. These measures were effective
in eliminating the community transmission of COVID-19 in China [7], but the real impact of
NPIs on the spread of other respiratory pathogens remains unclear in Suzhou. Ahmed F’s
research indicated that social distancing was effective in reducing the spread of seasonal influenza
[8]. Studies from multiple countries also observed reductions in respiratory viruses, particularly
seasonal influenza (H3N2) and human respiratory syncytial virus (HRSV), under pandemic
prevention measures [9–12].

As we all know, RSV, influenza virus, rhinovirus (RV), coronavirus and adenovirus are
common pathogens of LRTIs in children [3]. The combined global mortality due to the influenza
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virus and RSV alone reached 300,000 deaths per year among
children under 5 years old [13]. Studies from Shanghai, China,
have shown that NPIs helped reduce the spread of influenza and
RSV, and had a high incidence of human rhinovirus (HRV) infec-
tion during COVID-19 pandemic [14]. In addition, mycoplasma
pneumoniae (MP) was recognised as a common cause of CAP, and
identified to be responsible for up to 40% of CAP in children older
than 5 years of age [15, 16]. But under the impact of NPIs, the
prevalence of MP was markedly decreased and showed no obvious
seasonality [14]. The effect of NPI implementation on the preva-
lence of respiratory pathogens among children in Suzhou, China,
has not been explored yet. This study will describe the epidemio-
logical characteristics of respiratory pathogens, including HRV,
Bocavirus, human parainfluenza virus (HPIV), human coronavirus
(HCOV), HRSV, influenza A (InfA), influenza B (InfB), human
metapneumovirus (HMPV), adenovirus (ADV), chlamydia (Ch),
and MP, in children and explore the high-risk factors of virus-
caused pneumonia. It can help clinicians in the timely control of
local epidemic pathogens as well as in judging the burden of the
disease.

Participants and methods

Study site

This study was performed at the Children’s Hospital of Soochow
University (SCH), which is the only tertiary children’s hospital in
Suzhou, China. It has a capacity of approximately 1,500 beds. There
are about 2,281,000 outpatient and emergency visits, and 63,000
hospitalisations at SCH annually.

Participants

All hospitalised children who were admitted to the Children’s
Hospital of Soochow University from 1 September 1 2021 to
31 December 2022 had symptoms of respiratory distress. They
were subjected to the 13 respiratory pathogen tests and SARS-
CoV-2 DNA PCR assays and were included in the retrospective
study. The data, including hospitalisation number, sex, age, diag-
nosis, and results of the tests conducted, were collected through an
electronic case system. A total of 10,396 patients (5,905 males and
4,491 females), with ages ranging from 0 to 16 years, were included
in this study. They were divided into four groups by age: <1 year
(group I), 1–<3years (group II), 3–<6years (group III), and≥6 years
(group IV). Based on the climatic conditions of China, the categor-
isation of the four seasons was done as follows: March, April, and
May were considered to be spring; June, July, and August were
considered to be summer; September, October, andNovemberwere
considered to be autumn; and December, January, and February of
the next year were considered to be winter. This retrospective study
was approved by the Ethics Committee of theChildren’sHospital of
Soochow University, China.

Specimen collection

Nasopharyngeal aspirates were obtained from inpatients within
24 h of their admission. A suction catheter was used to go through
the nostrils to the lower portion of the pharynx, and the cath-
eterisation depth was set at 7–9 cm. A total of 2 ml nasopharyn-
geal aspirates was collected and sent for examination within
30 min.

Thirteen respiratory pathogens assay by PCR capillary
electrophoresis fragment analysis

The 13 respiratory pathogens included HRV, Bocavirus, HPIV,
HCOV (Kit untyping assay 229E, NL63, HKU1, and OC43),
human syncytial (HRSV), InfA, H1N1 (2009) (H1N1), the seasonal
influenza virus A H3N2 (H3N2), InfB, HMPV, adenovirus (ADV),
chlamydia (Ch), and mycoplasma (MP).

The nasopharyngeal aspirate was thoroughly mixed and the
supernatant aspirated for nucleic acid extraction. 2 μL of the
RT-PCR internal reference was added to the specimen, positive
control, and negative control, and then mixed with DNA extract
(Ningbo Haishi Gene Technology Co., Ltd., Ningbo, China),
respectively. Next, 5 μL of the mixture was added to 15 μL of
PCR mixture, and centrifuged at 2,000 rpm for 10s. The PCR
mixture contained primers specific for highly conserved sequence
target regions of the 13 respiratory pathogens (NingboHaishi Gene
Technology Co., Ltd., Ningbo, China). Real-time PCR was per-
formed on a LightCycler 480II instrument (Roche, Basel, Switzer-
land) under the following conditions: 25 °C for 5 min, 50 °C for
15 min, and 95 °C for 2 min, followed by 6 cycles of 94 °C for 30s,
65! 60 °C for 30s, and 72 °C for 60s, and 29 cycles of 94 °C for 30s,
60 °C for 30s, and 72 °C for 60s, finally concluding with 72 °C
for 10 min. The fluorescence signal intensity was measured by
capillary electrophoresis. All staining procedures were performed
according to the manufacturer’s instructions. The results were as
follows: amplification products with a site of interest peak height
below the low peak for that channel capillary standard were con-
sidered negative. Locus of interest peak heights in the amplification
product above this channel capillary standard peakwere considered
positive.

SARS-CoV-2 DNA PCR assay

Nasopharyngeal swabs were taken from all specimens for Ct value
analysis. Detection was performed by RT-PCR with the SARS-
CoV-2 nucleic acid detection kit (DaAn Gene Co., Ltd.). Real-
time PCR was performed on a LightCycler 480II instrument
(Roche, Basel, Switzerland). Values below 5 × 102 copies /ml were
considered negative.

Statistical analysis

Data were presented as number [n(%)] and assayed by chi-square
tests. Binary logistic regression analyses were used to calculate the
odds ratios (ORs) with 95% confidence intervals (CIs). All statis-
tical analyses were carried out using IBM SPSS Statistics for Win-
dows, version 25 (IBM Corp., Armonk, NY, USA). The GraphPad
Prism 9 software was used for mapping. A P-value <0.05 was
considered statistically different.

Results

General Characteristics of enrolled patients

A total of 10,396 children <16 years of age, included 5,905 males
and 4,491 females, were admitted to SCH between September 2021
and December 2022, and 7,562 (72.7%) were detected positive for
the presence of respiratory pathogens. The positive rates of the
11 respiratory pathogen assays were 23.3% (HRV), 15.9% (HRSV),
10.5% (HMPV), 10.3% (HPIV), 8.6% (MP), 5.8% (Boca), 3.5%
(InfA), 2.9% (InfB), 2.7% (HCOV), 2.0% (ADV), and 0.5% (Ch),
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respectively. In addition, the 366 InfA-positive cases contained
358 H3N2 and 3 H1N1. There was no significant difference in
gender among the groups with positive pathogen detection, but age
showed a statistically significant difference (P < 0.01,Table 1). As
shown in Figure 1, the number and positive rates of respiratory
pathogen detection varied by season and age. The number and
positive rate of respiratory virus detection had a trough in summer
(March, April, andMay). The positive rates of respiratory pathogen
detection had a peak in the 1–<3 years group.

Seasonal and age distribution of various respiratory pathogens

As shown in Figure 2, The positivity and number ofHRVdetections
had multiple peaks in various months, but reached the highest in
June. The positivity of HRSV peaked in October, November, and
December 2021, but did not peak in 2022. The positivity of Boca-
virus and HPIV peaked during autumn (September to November).
The positivity of MP and HMPV peaked in November and
December. The peak of InfA positivity was found to be during
summer (July and August), whereas the InfB peak was observed in
winter (December, January, and February). HRSV and HRV pre-
dominated in the <3 years group (Figure 3). HRV and HMPV were
common in the 3–6 years group, whereas MP was predominant in
the ≥6 years group.

Association between season/age and various
respiratory pathogens

As shown in Table 2 and Table 3, by multivariate regression
analysis, it was found that the HRV infection occurred more often
among children aged 3–6 years and in autumn (P < 0.01); Bocavirus
was commonly found among children aged 1–3 years and also
occurred more often in autumn (P < 0.01); MP predominated in
children aged ≥6 years andmajorly in the autumn season (P < 0.01);
HPIV was commonly found among children aged 1–3 years and
was mostly found during autumn (P < 0.01); HCOV was mostly
found among the children aged <3 years and mainly during sum-
mer (P < 0.01); HRSV was mostly found among children aged
<3 years and majorly found to be in winter (P < 0.01); InfA was
commonly found among children aged 3–6 years and mainly in
summer (P < 0.01); HMPV was mostly found among children aged
3–6 years, mainly in summer, autumn and winter (P < 0.01); ADV
mostly occurred among children aged 1–3 years and in spring
(P < 0.05); Ch was mostly found among children aged<1 year
(P < 0.01), mainly in spring; InfB predominated mostly among
children aged ≥3 years and in winter (P < 0.01).

The risk of pneumonia due to various respiratory pathogens

Of the 7,562 children who tested positive for the presence of
respiratory pathogens, there were 1,184 with mixed infections,
1,586 with HRV, 326 with Bocavirus, 657 withMP, 793 with HPIV,
156 with HCOV, 1,307 with HRSV, 302 with InfA, 847 with
HMPV, 144 with ADV, 35 with Ch, and 225 with InfA (Table 4).
By multivariate regression analysis (adjusted for gender, age, and
season), MP (OR: 70.068, 95%CI: 32.665–150.298, P < 0.01),
HMPV (OR: 6.493, 95%CI: 4.802–8.780, P < 0.01), Bocavirus
(OR: 3.300, 95%CI: 2.186–4.980, P < 0.01), HRSV (OR: 2.649,
95%CI: 2.089–3.358, P < 0.01), HPIV (OR: 2.193, 95%CI: 1.740–
2.764, P < 0.01), and InfA (OR: 1.432,95%CI: 1.078–1.903,
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Figure 1. Pathogen detection among children with acute respiratory infections. (a) Monthly distributions of detected pathogens. (b) Distribution of pathogen by age.

Figure 2. Monthly distributions of 11 respiratory pathogens detection. (a) The positivity of pathogens. (b) The number of pathogens.

Figure 3. Eleven respiratory pathogens detection among children stratified by age. (a) The positivity of pathogens. (b) The number of pathogens.
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Table 2. Multivariable-adjusted association of age and respiratory pathogen infections

Age (years)

HRV Boca MP HPIV HCOV HRSV InfA HMPV ADV Ch InfB

aOR P aOR P aOR P aOR P aOR P aOR P aOR P aOR P aOR P aOR P aOR P

(95%CI) (95%CI) (95%CI) (95%CI) (95%CI) (95%CI) (95%CI) (95%CI) (95%CI) (95%CI) (95%CI)

<1 1 1 1 1 1 1 1 1 1 1 1

(reference) (reference) (reference) (reference) (reference) (reference) (reference) (reference) (reference) (reference) (reference)

1–<3 1.314 <0.01 4.675 <0.01 3.971 <0.01 1.318 0.001 0.948 0.706 0.676 <0.01 1.766 0.04 2.241 <0.01 4.562 <0.01 0.083 <0.01 2.011 <0.01

(1.163–1.485) (3.572–6.119) (2.747–5.741) (1.126–1.542) (0.718–1.251) (0.597–0.767) (1.201–2.596) (1.853–2.710) (2.787–7.468) (0.035–0.194) (1.368–2.956)

3–<6 1.436 <0.01 1.250 0.194 9.740 <0.01 0.749 0.004 0.493 <0.01 0.215 <0.01 4.333 <0.01 3.245 <0.01 3.392 <0.01 0.023 <0.01 4.238 <0.01

(1.255–1.643) (0.893–1.751) (6.778–13.997) (0.617–0.911) (0.340–0.716) (0.179–0.259) (2.984–6.290) (2.667–3.949) (1.989–5.784) (0.003–0.169) (2.906–6.180)

≥6 1.001 0.988 0.209 <0.01 31.530 <0.01 0.457 <0.01 0.319 <0.01 0.079 <0.01 3.139 <0.01 0.540 <0.01 3.004 <0.01 0.039 0.001 4.123 <0.01

(0.847–1.183) (0.095–0.458) (22.033–45.119) (0.347–0.600) (0.183–0.554) (0.058–0.109) (2.055–4.797) (0.385–0.758) (1.670–5.405) (0.005–0.282) (2.775–6.126)

p <0.01 <0.01 <0.01 <0.01 <0.01 <0.01 <0.01 <0.01 <0.01 <0.01 <0.01

Notes: Model was adjusted for age and season. Abbreviations: ADA, adenovirus; Ch, chlamydia; CI, confidence interval; HCOV, human coronavirus; HMPV, human metapneumovirus; HPIV, human parainfluenza virus; HRSV, human syncytial; HRV, human
rhinovirus; InfA, influenza A; InfB, influenza B; Model was adjusted for age and season; MP, mycoplasma; OR, odds ratio.

Table 3. Multivariable-adjusted association of season and respiratory pathogen infections

Season

HRV Boca MP HPIV HCOV HRSV InfA HMPV ADV Ch InfB

OR P OR P OR P OR P OR P OR P OR P OR P OR P OR P OR P

(95%CI) (95%CI) (95%CI) (95%CI) (95%CI) (95%CI) (95%CI) (95%CI) (95%CI) (95%CI) (95%CI)

Spring 1 1 1 1 1 1 1 1 1 1 1

(reference) (reference) (reference) (reference) (reference) (reference) (reference) (reference) (reference) (reference) (reference)

Summer 2.059 <0.01 5.459 0.001 0.908 3.022 <0.01 3.168 0.001 0.088 <0.01 42.037 <0.01 2.745 <0.01 0.683 0.166 0.301 0.028 0.984

(1.611–2.632) (1.978–15.069) (0.650–1.269) 0.573 (1.953–4.678) (1.567–6.406) (0.047–0.166) (10.406–169.809) (1.864–4.045) (0.399–1.171) (0.103–0.876)

Autumn 2.861 <0.01 15.233 <0.01 1.247 0.159 3.976 <0.01 2.830 0.003 2.641 <0.01 8.017 0.004 2.370 <0.01 0.485 0.005 0.603 0.173 0.424 0.003

(2.272–3.603) (5.658–41.012) (0.917–1.695) (2.617–6.040) (1.432–5.592) (1.981–3.520) (1.973–32.578) (1.630–3.446) (0.293–0.802) (0.291–1.248) (0.243–0.741)

Winter 1.425 0.04 5.363 0.001 0.912 0.571 3.382 <0.01 1.498 0.267 5.834 < 2.863 0.153 2.314 <0.01 0.742 0.251 0.562 0.130 3.327 <0.01

(1.120–1.813 (1.959–14.684) (0.800–1.068) (2.212–5.171) (0.734–3.057) (4.379–7.772) 0.01 (0.676–12.126) (1.579–3.392) (0.446–1.235) (0.267–1.185) (2.014–5.495)

P <0.01 <0.01 0.001 <0.01 <0.01 <0.01 <0.01 <0.01 0.011 0.159 <0.01

Note: Model was adjusted for age and gender. Abbreviations: ADA, adenovirus; Ch, chlamydia; CI, confidence interval; HCOV, human coronavirus; HMPV, human metapneumovirus; HPIV, human parainfluenza virus; HRSV, human syncytial; HRV, human
rhinovirus; InfA, influenza A; InfB, influenza B; MP, mycoplasma; OR, odds ratio.
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P < 0.013) were more likely to develop pneumonia than the other
pathogens.

Discussion

From early 2020 to December 2022, a series of strict NPIs, includ-
ingwearingmasks, ensuring hand hygiene, delaying the opening of
academic institutions, and banning social gatherings, were imple-
mented in China to curb the prevalence of COVID-19 [6]. Under
these NPIs, the prevalence of SARS-CoV-2 was rare and infected
patients were transferred to designated infectious disease hospitals
for treatment. Therefore, the hospitalised children in this study did
not include COVID-19 patients. The transmission of SARS-CoV-2
was contained with strict NPIs, but the infection rate of other
respiratory pathogens in ARI (72.7%) has not decreased, contrary
to the results of the study in Shanghai (27.5%) [14]. In the study,
HRV instead of RSV was found to be the dominant pathogen in
children with ARIs. In addition, MP infection was more likely to
progress to pneumonia than the other pathogens. It implied that
the implementation of NPIs may have affected the prevalence and
pathogenicity of common respiratory pathogens.

The finding from this study that the common respiratory
pathogens were prevalent in winter and spring [17] was consistent
with the findings of previous studies. However, these were mostly
observed among children aged 1–3 years, which may be because of
young children not complying with the NPIs and indulging in
outdoor activities. RSV is a seasonal virus and its epidemiology
varies with geographic region and climate [17]. Suzhou belongs to
the subtropical region of the Northern Hemisphere, and virus
diffusion usually occurs between October, November, and March,
with peak incidence in January and February [18]. In the study, the
prevalence peak of RSV appeared in September–December 2021,
but not in 2022. This must be due to virus–virus competition and
interference [19]. In addition, RSV tended to circulate in infants
and indicated a decreasing trend with increasing age, which was
consistent with the results of previous studies [20]. It implied that
NPIs did not appreciably affect RSV seasons and population
characteristics, but also does not rule out an association of greater
enforcement of NPIs with increasing age.

HRV instead of RSV emerged as themost detectable respiratory
pathogen in this study, which was consistent with previous studies
[14, 21, 22]. The reasons were that HRV was a non-enveloped
virus, which was relatively resistant to ethanol-containing disin-
fectants [23], and that it could survive for a prolonged period on
environmental surfaces [24]. In this study, HRV was prevalent in
summer and autumn and was mostly observed among children
aged 1–6 years. However, the studies by Jiang et al. indicated that
HRV had a high prevalence fromMarch to September (spring and
summer) and was common in all age groups before the COVID-19
epidemic [25]. A possible reason for this division was the lack of fit
of NPIs among children aged 1–6 years.

Before the COVID-19 epidemic, the detection rate of influenza
virus in the center (SCH) was 11.3%–16.9% and the dominant
strains wereH3N2 and InfB [26, 27]. Under the implementation of
NPIs, the dominant strains of influenza virus have not changed,
but the detection rate has shown a marked decline (6.4%). It was
also observed in many other areas such as Shanghai, Hong Kong,
and New Zealand [9, 14, 28]. The influenza virus had an obvious
seasonal pattern in Suzhou, and InfA prevailed mainly in summer
and InfB in winter, which is consistent with previous studies
[27]. In addition, the older children in the group (≥3 years) were
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more susceptible to the influenza virus, which may be due to a
variety of factors, such as influenza vaccination, inevitable outdoor
activities, etc.

Remarkably, the prevalence of HPIV (10.3%) and HMPV
(10.5%) had an obvious increase in ARIs compared to previous
studies in Suzhou (4.0%–4.8% and 3.5%) [25, 27]. In this study, the
positivity of HPIV peaked in the 1–3 years group and HMPV in the
3–6 years group, which was consistent with previous studies
[27]. Unlike previous reports, the seasonality of HPIV and HMPV
circulation was found to have changed. The peak of HPIV and
HMPV positivity was not observed in the spring season. Addition-
ally, the epidemic season of Bocavirus also changed from summer
to autumn. In addition to NPIs, this may be due to other factors
such as viral competition, immune response through viral proteins,
and interference.

Mycoplasma, as one of the common respiratory pathogens,
was detected in 8.6% of pediatric inpatients in this study, which
was lower than what was suggested by reports prior to the
COVID-19 epidemic (15.8%) [25]. MP infection usually
occurred in winter and also happened round the year, which
was consistent with the seasonal pattern in this study. The
positivity of MP in the ≥6 years age group was found to be the
highest, which was similar to the study by Waites KB et al.
[16]. MP was transmitted from person to person via respiratory
droplets during close contact, which may have been reduced by
the implementation of NPIs. But their seasonal and age charac-
teristics have not changed.

Under the enforcement of NPIs, the epidemiological character-
istics of respiratory pathogens have changed, and the disease bur-
den of them contributing to childhood pneumonia has diverged.
Ashley C’s study indicated that themost common pathogen leading
to CAP in children was HRV, followed by influenza, Streptococcus
pneumoniae, and MP [29]. In this study, MP, HMPV, and Boca-
virus infections were more likely to progress to pneumonia than
other pathogens in children. Therefore, we speculate that MP,
HMPV, and Boca in children should be more carefully monitored
in the future.

Conclusion

With the implementation ofNPIs, HRV replacedHRSV as themost
common pathogen implicated in children with ARIs. HPIV and
HMPV, as common respiratory pathogens, have changed their
endemicity seasons; The positivity of MP and influenza viruses
was low, but their epidemic season and age of occurrence were
found to have changed. In addition, MP, HMPV, and Boca infec-
tions were more likely to progress to pneumonia than other patho-
gens under enforcement of NPIs in children.

Our study is limited. Firstly, bacterial infection was not con-
sidered in this study. Second, the observation period was not long
enough, and further observational studies are needed to help us deal
better with ARIs.

Abbreviations
ADV adenovirus
ARIs acute respiratory infections
CAP community-acquired pneumonia
Ch chlamydia
CIs confidence intervals
HCOV human coronavirus
HMPV human metapneumovirus

HPIV human parainfluenza virus
HRSV human respiratory syncytial virus
InfA influenza A
InfB influenza B
LRTIs lower respiratory tract illnesses
MP mycoplasma pneumoniae
NPIs non-pharmaceutical interventions
ORs odds ratios
RV rhinovirus
SARS-CoV-2 severe acute respiratory syndrome coronavirus 2

Data availability statement. The data used in this study are available from
the corresponding author upon reasonable request.

Author contribution. Acquisition of data: T.S. and L.H.; Analysis and inter-
pretation of data: T.S. and L.H.; Drafting the article: T.S. and L.H.; Revising
critically the manuscript for important intellectual content: T.S. and L.H. Both
authors approved the final version of the manuscript submitted.

Financial support. This study was supported by the Science and Technology
Project of Suzhou, China (SKJY2021106 and SKY2022180).

Competing interest. The authors declare that they have no competing
interests.

Ethical standard. The study was approved by the Ethics Committee of the
Children’s Hospital of Soochow University (Ethics Approval No. 2019KS004).
Written informed consent was obtained from the parents or legal guardians of
all participants by the researchers.

References

[1] Walker C, Rudan I, Liu L, Nair H, Theodoratou E, Bhutta ZA, O’Brien
KL, Campbell H and Black RE (2013) Global burden of childhood
pneumonia and diarrhoea. Lancet 381(9875), 1405–1416.

[2] Liu L, Oza S, Hogan D, Chu Y, Perin J, Zhu J, Lawn JE, Cousens S,
Mathers C and Black RE (2016) Global, regional, and national causes of
under-5 mortality in 2000–15: An updated systematic analysis with impli-
cations for the sustainable development goals. Lancet 388(10063),
3027–3035.

[3] Rudan I, Boschi-Pinto C, Biloglav Z, Mulholland K and Campbell H
(2008) Epidemiology and etiology of childhood pneumonia. Bulletin of the
World Health Organization 86(5), 408–416.

[4] Mahony JB, Petrich A and Smieja M (2011) Molecular diagnosis of
respiratory virus infections. Critical Reviews in Clinical Laboratory Sci-
ences 48(5–6), 217–249.

[5] Zhu N, Zhang D,WangW, Li X, Yang B, Song J, Zhao X,Huang B, Shi
W, Lu R,Niu P, Zhan F,Ma X,Wang D, XuW,Wu G, Gao GF, TanW,
China Novel Coronavirus Investigating and Research Team (2020) A
novel coronavirus from patients with pneumonia in China, 2019. The New
England of Journal of Medicine 382(8), 727–733.

[6] Xinhuanet (2020) China Focus: Schools start online courses as epidemic
control postpones new semester. Available at http://www.xinhuanet.com/
english/2020-02/17/c_138792006.htm (accessed 17 December 2021).

[7] PanA,Liu L,WangC,GuoH,HaoX,WangQ,Huang J,HeN,YuH,Lin
X,Wei S,WuT (2020) Association of public health interventions with the
epidemiology of the COVID-19 outbreak in Wuhan, China. JAMA 323
(19), 1915–1923.

[8] Ahmed F, Zviedrite N and Uzicanin A (2018) Effectiveness of workplace
social distancing measures in reducing influenza transmission: A system-
atic review. BMC Public Health 18(1), 518.

[9] HuangQS,WoodT, Jelley L, Jennings T, Jefferies S,Daniells K,Nesdale
A, Dowell T, Turner N, Campbell-Stokes P, Balm M, Dobinson HC,
Grant CC, James S, Aminisani N, Ralston J, Gunn W, Bocacao J,
Danielewicz J, Moncrieff T, McNeill A, Lopez L, Waite B, Kiedrzynski

Epidemiology and Infection 7

https://doi.org/10.1017/S0950268823000626 Published online by Cambridge University Press

http://www.xinhuanet.com/english/2020-02/17/c_138792006.htm
http://www.xinhuanet.com/english/2020-02/17/c_138792006.htm
https://doi.org/10.1017/S0950268823000626


T, Schrader H, Gray R, Cook K, Currin D, Engelbrecht C, Tapurau W,
Emmerton L, Martin M, Baker MG, Taylor S, Trenholme A, Wong C,
Lawrence S, McArthur C, Stanley A, Roberts S, Rahnama F, Bennett J,
Mansell C,DilcherM,WernoA,Grant J, van der LindenA,Youngblood
B, Thomas PG, NPIsImpactOnFlu Consortium and Webby RJ (2021)
Impact of the COVID-19 nonpharmaceutical interventions on influenza
and other respiratory viral infections in New Zealand. Nature Communi-
cations 12(1), 1001.

[10] Yeoh DK, Foley DA,Minney-Smith CA,Martin AC,Mace AO, Sikazwe
CT, Le H, Levy A,Blyth CC andMoore HC (2021) Impact of coronavirus
disease 2019 public health measures on detections of influenza and
respiratory syncytial virus in children during the 2020 Australian winter.
Clinical Infectious Diseases 72(12), 2199–2202.

[11] Sakamoto H, Ishikane M, Ueda P (2020) Seasonal influenza activity
during the SARS-CoV-2 outbreak in Japan. JAMA 323(19), 1969–1971.

[12] Lamrani Hanchi A, Guennouni M, Ben Houmich T, Echchakery M,
Draiss G,RadaN,Younous S,BouskraouiM, Soraa N (2022) Changes in
the epidemiology of respiratory pathogens in children during the COVID-
19 pandemic. Pathogens 11(12), 1542.

[13] Azar MM, Landry ML (2018) Detection of influenza A and B viruses and
respiratory syncytial virus by use of Clinical Laboratory Improvement
Amendments of 1988 (CLIA)-waived point-of-care assays: A paradigm
shift to molecular tests. Journal of Clinical Microbiology 56(7), e00367-18.

[14] XuM, Liu P, Su L, Cao L, Zhong H, Lu L, Jia R, Xu J (2022) Comparison
of respiratory pathogens in children with lower respiratory tract infections
before and during the COVID-19 pandemic in Shanghai, China. Frontiers
in Pediatrics 10, 881224.

[15] Atkinson TP, Waites KB (2014) Mycoplasma pneumoniae infections in
childhood. The Pediatric Infectious Disease Journal 33(1), 92–94.

[16] Waites KB, Xiao L, Liu Y, Balish MF, Atkinson TP (2017) Mycoplasma
pneumoniae from the respiratory tract and beyond. Clinical Microbiology
Review 30(3), 747–809.

[17] Li Y, Reeves RM,Wang X, Bassat Q, BrooksWA, Cohen C,Moore DP,
Nunes M, Rath B, Campbell H,Nair H, Acacio S, Alonso WJ, Antonio
M, Ayora Talavera G, Badarch D, Baillie VL, Barrera-Badillo G,
Bigogo G, Broor S, Bruden D, Buchy P, Byass P, Chipeta J, Clara W,
Dang DA, de Freitas Lázaro Emediato CC, de JongM,Díaz-Quiñonez
JA, do LAH, Fasce RA, Feng L, Ferson MJ, Gentile A, Gessner BD,
Goswami D, Goyet S, Grijalva CG, Halasa N, Hellferscee O, Hessong
D,Homaira N, Jara J, Kahn K, Khuri-Bulos N, Kotloff KL, Lanata CF,
LopezO, Lopez BolañosMR, LuceroMG, Lucion F, Lupisan SP,Madhi
SA, Mekgoe O, Moraleda C, Moyes J, Mulholland K, Munywoki PK,
Naby F, Nguyen TH, Nicol MP, Nokes DJ, Noyola DE, Onozuka D,
Palani N, Poovorawan Y, Rahman M, Ramaekers K, Romero C,
Schlaudecker EP, Schweiger B, Seidenberg P, Simoes EAF, Singleton
R, Sistla S, Sturm-Ramirez K, Suntronwong N, Sutanto A, Tapia MD,
Thamthitiwat S, Thongpan I, Tillekeratne G, Tinoco YO, Treurnicht
FK, Turner C, Turner P, van Doorn R, van Ranst M, Visseaux B,
Waicharoen S, Wang J, Yoshida LM, Zar HJ (2019) Global patterns in
monthly activity of influenza virus, respiratory syncytial virus, parainflu-
enza virus, and metapneumovirus: A systematic analysis. Lancet Global
Health 7(8), e1031–e1045.

[18] Huang Y,Hua J,WangD, Chen L, Zhang J, ZhuH, Tian J, Zhang T and
Zhao G (2018) Risk factors of respiratory syncytial virus infection among
pediatric influenza-like illness and severe acute respiratory infections in
Suzhou, China. Journal of Medical Virology 90(3), 397–404.

[19] Nickbakhsh S,Mair C,Matthews L,ReeveR, Johnson PCD,Thorburn F,
von Wissmann B, Reynolds A,McMenamin J, Gunson RN,Murcia PR
(2019) Virus–virus interactions impact the population dynamics of influ-
enza and the common cold. Proceedings of the National Academy of
Sciences of the United States of America 116(52), 27142–27150.

[20] Azzari C,Baraldi E,Bonanni P,Bozzola E,CosciaA, LanariM,Manzoni
P,Mazzone T, Sandri F, Checcucci Lisi G, Parisi S, Piacentini G,Mosca
F (2021) Epidemiology and prevention of respiratory syncytial virus
infections in children in Italy. Italian Journal Pediatrics 47(1), 198.

[21] Foley DA, Yeoh DK,Minney-Smith CA,Martin AC,Mace AO, Sikazwe
CT, le H, Levy A, Moore HC, Blyth CC (2021) The interseasonal resur-
gence of respiratory syncytial virus in Australian children following the
reduction of coronavirus disease 2019-related public health measures.
Clinical Infectious Diseases 73(9), e2829–e2830.

[22] Takashita E,Kawakami C,Momoki T, SaikusaM, Shimizu K,OzawaH,
Kumazaki M, Usuku S, Tanaka N, Okubo I, Morita H, Nagata S,
Watanabe S,HasegawaH,KawaokaY (2021) Increased risk of rhinovirus
infection in children during the coronavirus disease-19 pandemic. Influ-
enza Other Respiratory Viruses 15(4), 488–494.

[23] Savolainen-Kopra C, Korpela T, Simonen-Tikka ML, Amiryousefi A,
Ziegler T, Roivainen M, Hovi T (2012) Single treatment with ethanol
hand rub is ineffective against human rhinovirus – hand washing with
soap and water removes the virus efficiently. Journal of Medical Virology
84(3), 543–547.

[24] Winther B, McCue K, Ashe K, Rubino JR, Hendley JO (2007) Environ-
mental contamination with rhinovirus and transfer to fingers of healthy
individuals by daily life activity. Journal of Medical Virology 79(10),
1606–1610.

[25] Jiang W,WuM, Zhou J,Wang Y,Hao C, Ji W, Zhang X, GuW, Shao X
(2017) Etiologic spectrum and occurrence of coinfections in children
hospitalized with community-acquired pneumonia. BMC Infection Dis-
ease 17(1), 787.

[26] Yu J, Zhang X, Shan W, Gao J, Hua J, Tian J, Ding Y, Zhang J, Chen L,
Song Y, Zhou S, Iuliano AD, Greene CM, Zhang T and Zhao G (2019)
Influenza-associated hospitalization in children younger than 5 years of
age in Suzhou, China, 2011–2016. Pediatric Infectious Disease Journal 38
(5), 445–452.

[27] Wang D, Chen L, Ding Y, Zhang J,Hua J, Geng Q, Ya X, Zeng S,Wu J,
Jiang Y, Zhang T, Zhao G (2016) Viral etiology of medically attended
influenza-like illnesses in children less than five years old in Suzhou,
China, 2011–2014. Journal of Medical Virology 88(8), 1334–1340.

[28] Cowling BJ, Ali ST, Ng TWY, Tsang TK, Li JCM, Fong MW, Liao Q,
KwanMYW, Lee SL,Chiu SS,Wu JT,WuP and Leung GM 2020 Impact
assessment of non-pharmaceutical interventions against coronavirus dis-
ease 2019 and influenza in Hong Kong: An observational study. Lancet
Public Health 5(5), e279–e288.

[29] Rider AC, Frazee BW (2018) Community-acquired pneumonia. Emer-
gency Medicine Clinics of North America 36(4), 665–683.

8 Ting Shi and Linlin Huang

https://doi.org/10.1017/S0950268823000626 Published online by Cambridge University Press

https://doi.org/10.1017/S0950268823000626

	Prevalence of respiratory pathogens and risk of developing pneumonia under non-pharmaceutical interventions in Suzhou, China
	Background
	Participants and methods
	Study site
	Participants
	Specimen collection
	Thirteen respiratory pathogens assay by PCR capillary electrophoresis fragment analysis
	SARS-CoV-2 DNA PCR assay
	Statistical analysis

	Results
	General Characteristics of enrolled patients
	Seasonal and age distribution of various respiratory pathogens
	Association between season/age and various respiratory pathogens
	The risk of pneumonia due to various respiratory pathogens

	Discussion
	Conclusion
	Abbreviations
	Data availability statement
	Author contribution
	Financial support
	Competing interest
	Ethical standard
	References


